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Figure S1. Growth defect of an asp1-H397A aps1∆ tgp1∆ triple-mutant. The indicated fission 

yeast strains were grown in liquid ePMGT medium at 30˚C. The cultures were adjusted to an A600 

of 0.1 and aliquots (3 µl) of serial 5-fold dilutions were spotted to YES agar (top panel) or ePMGT 

agar (bottom panel) and incubated at the indicated temperatures. All four strains were spotted on 

the same YES or ePMGT plate. An extraneous strain was spotted between the aps1∆ and asp1-

H397A aps1∆ tgp1∆ strains; the white space separating aps1∆ and asp1-H397A aps1∆ 

tgp1∆ signifies that the photographs were cropped to excise the intervening spottings. 
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Table S1. Fission yeast strains used in this study 

 
Strain Genotype Source 

JS77 h- leu1-32 ura4-D18 his3-D1 ade6-m216 1 

JS78 h+ leu1-32 ura4-D18 his3-D1 ade6-m210 1 

AS1884 h- aps1∆::kanMX 2 

AS1885 h+ aps1∆::kanMX 2 

AS2286 h+ aps1∆::hygMX 2 

AS2180 h+ asp1-D333A::kanMX 2 

AS2181 h+ asp1-H397A::kanMX 2 

AS2654 h- asp1-H397A::natMX 2 

AS2183 h+ asp1∆::natMX 2 

BS272 h- seb1-G476S::hygMX 3 

ASY89 h- aps1-E89A-E93A::kanMX 4 

AS2303 h+ siw14∆::hygMX 4 

BS848 h+ STF6::hygMX [asp1-W386*] 5 

BS858 h+ STF9::hygMX [asp1-W493*] 5 

BS1038 h+ kcs1-R332T::kanMX 5 

AGP237 h- tgp1∆::ura4+ 5 

ASY152  h- siw14∆::hygMX   aps1-E89A-E93A::kanMX  This study 

BS957  h+ tgp1∆::ura4+ aps1∆::hygMX  This study 

BS958 h+ tgp1∆::ura4+ siw14∆::hygMX  This study 

BS969 h- siw14∆::hygMX ∆aps1::kanMX  This study 

BS971 h+ tgp1∆::ura4+ siw14∆::hygMX aps1∆::kanMX  This study 

BS993 h+ seb1-G476S::hygMX asp1-H397A::kanMX   This study 

BS995 h- seb1-G476S::hygMX asp1-H397A::kanMX tgp1∆::ura4+ This study 

BS997 h+ seb1-G476S::hygMX aps1∆::kanMX  This study 

BS1003 h- seb1-G476S::hygMX aps1∆::kanMX tgp1∆::ura4+ This study 

BS1011 h+ asp1-H397A aps1∆::hygMX tgp1∆::ura4+ This study 

All strains are derived from the parental strains (JS77 and JS78). The strains are leu1-32 ura4-D18 his3-D1 and either 
ade6-m216 or ade6-m210. The asp1 alleles in the STF mutants are specified in brackets.  
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Table S2. Parameters for multiple reaction monitoring transitions 

 

 Precursor Ion Product Ion dwell CE (V) Cell Acc (V) Polarity 
[13C6]1,5-IP8 411.9 362.8 80 9 1 Negative 

1,5-IP8 408.9 359.8 80 9 1 Negative 
[13C6]1,5-IP7 371.9 322.9 80 9 3 Negative 

1,5-IP7 368.9 319.9 80 9 3 Negative 
[13C6]IP6 331.9 486.9 80 13 4 Negative 

IP6 328.9 480.9 80 13 4 Negative 
[13C6]2-OH IP5 292.0 504.9 80 9 3 Negative 

2-OH IP5 289.0 498.9 80 9 3 Negative 

 

 

 

 


