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Supplementary Figure S10: RNA-Seq results of the transcript levels of HVO_0758 (A) and
HVO B0382 (B) in the H26 wild-type (H26 shown in green) and the HVO_0758 deletion
mutant (AHVO_0758, shown in orange). Reads from two biological replicates are depicted,
respectively. Screenshots were taken from the Integrated Genome Browser.



