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Supplementary Fig. 5 Disease stage-specific markers demonstrate diverse gene regulation 
patterns in each compartment throughout the disease course

Bas
eli

ne

Regulated 
early

Regulated 
late

Regulated 
transitorily

Aorta

Blood Peritoneum

Log2 Fold Change

Ea
rly

 v
s B

as
el

in
e

Ad
va

nc
e 

vs
 E

ar
ly

Ea
rly

Adv
an

ce

Bas
eli

ne

Blood

Ea
rly

Adv
an

ce

Bas
eli

ne

Peritoneum

Ea
rly

Adv
an

ce

-L
og

10
 (a

dj
us

te
d 
p-

va
lu

e)

Fam213a
Orm1

Tnfrsf9
Inhba

S100a8
S100a9

Ccl5

Nlrc3
Ccl2Npff

P2ry2
Nlrp12

Alox15

Nlrp12DaglaP2ry2
Gpnmb

Ccl5
Cd200

Trib2

Camk4

Adam23
Cd226
Sdc1

Ccr2
Ccl2

Cx3cr1
Ccl7

Cd74

Lyve1

Arg1

Marco

Sdc1
Ccl7

Itgax

Cd226 Cpeb1
Maob
Tead1

Ifi44

Anxa9
Pdlim

Stat4

Il10
Spp1

Il1rn

Ccr3

C6

Il33Gpnmb

Il1b

Ccr7

Tlr6

Slc2a9

Mefv

Clapin1 Prg4

Kcnn4
Kcna3

Slc2a9
Mefv

Cxcl13

Ccr9 Gpnmb
Mmp12Nlrp3Lyve1Ceacam1

Cd300e
Adrb1

(A)

(B)

Gpnmb
Cxcl1
Ccl3
Ccnt2
Flt3
Ldlr
Rxra
Casp6
Ccr3
Cd34
Cd36
Cxcl12
Nr4a3
Cd27
Ccr2
Cd209a
Cxcl3
Il2
Mmp12
Nlrp3
Pcsk6
Sox11
Igfbp4
Col5a3
Il16
Mtor

Ccnb2
Cd63
Cxcr2
Cx3cr1
Csf3r
Il6ra
Ldlr
Ccl2
Il2ra
Il2rb
Itk
Ccl5
Cd44
Cd68
Tlr7
Ifitm2
Mmp14
Mmp19
S100a11
Snx6
Ccr3
Gpnmb
Abca2
Akt1
Il10ra
Irf7

Mcl1
Nxpe2
Slfn2
Arg1
Lyve1
Pprc1
Tnfsf12
Apoe
Ccl2
Ccr2
Cxcl1
Ccl5
Cxcl13
Tnpo1
Tnfsf10
Nlrc3
Cxcl12
Cd63
Il7
Cd36
Cxcr4
Cd163
Mki67
Irf5
Kmt2b
Piezo1


